. Effect of exclosure duration on herbivore impacts. Points and lines show mean and 95% CIs from mixed effects meta-regression mixed-models where outcomes are weighted by precision. Numbers on the x axis denote the number of comparisons for each vegetation metric (Table 1) . Sample sizes and significance tests are provided in Table S2 . (Table S3 ).
Fig. S3. Effect of herbivores on plants in different habitats and latitudes. Points and lines show mean and 95%
CIs from meta-regression mixed models. Numbers on the x axis denote the number of comparisons for each vegetation metric. We did observe significantly larger negative effects on tropical vegetation structure (biomass and abundance pooled) compared to temperate sites when the data was binned (P = 0.03; Table S4 ), however, this was driven by outliers in biomass impacts in tropical grasslands compared to temperate grasslands, and likely driven by elephants. Further, the few tropical grassland exclosures (N = 43 comparisons from 2 sites) were highly skewed towards excluding African megafauna, and due to this collinearity, we could not assess if differences are driven by the habitat or the type of herbivore. As a result, we removed these results from the manuscript. Points that are symmetrical around the mean effect (vertical line) indicate no evidence for bias, while asymmetry can result from publication bias or true skewness in the data. We have added open points to show potentially missing data (publication bias) using the trimfill method that statistically approximates values to produce a normal distribution. Points falling in grey regions come from studies with standard errors that significantly deviate from those predicted by their effect sizes based on the assumption that all sampled the same 'population', which we know is false in our dataset that encompasses sites from across the world (P < 0.01 shown in light gray, 0.01 < P < 0.05 in gray, and 0.05 < P < 0.1 in dark gray). Table S8 . Heterogeneity tests of model fit. Summary of heterogeneity test results (Q statistics) for MRMMs including biome, herbivore group, plant growth form and exclusion duration as moderators (tested separately). We included study site as a random effect in all models. The total heterogeneity can be allocated into two components, the model QM and the error heterogeneity QE. QM indicates the percent of heterogeneity in effect sizes explained by each model. A significant QE indicates there remains substantial unexplained variation. The majority of results show significant inter-study heterogeneity so we reject the null hypothesis that that all studies share a common effect size in favor of the interpretation that true effect sizes vary between studies. This conclusion is consistent with our previous interpretations that magnitudes of herbivore impacts are highly site-and context-specific and not conducive to determining a single 'true' effect size. Eq. S1. Hedges'd. All analyses were conducted in the metafor package.
Heterogeneity
Hedges'd:
where ̅ and ̅ are the sample means of the two treatments (open conditions accessed by herbivores and herbivores excluded, respectively). is their pooled standard deviation, and is a weighting factor based on the number of replicates per treatment. 
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